This paper is the first in a series that aims to give an overview of existing twin registers worldwide. A short description of 16 registries in nine European countries is presented. These registries have access to over 350 000 twin pairs and are a major resource for genetic-epidemiological research.
This paper gives an overview of European twin registers. Taken together, these registers give access to more than 350 000 twin pairs of all ages. They are a major resource for genetic-epidemiologal studies of a wide range of phenotypes. Table 1 gives a concise summary of the European twin registers. Appendices 1-16 provide more detailed information on the individual registries and registers.
The large population-based twin registers in Scandinavia are well known, but large population-based or volunteer twin registers now also exist in Germany, Belgium, the UK, Italy and The Netherlands.
Some registers lack large numbers of participating twin pairs, but have other unique features. The Munich GOLD Project, for example, includes longitudinal data over a 60-year period for 90 twin pairs who were first tested in 1937; in Italy a large register of twin athletes has been established; in The Netherlands the NTR has collected longitudinal data of 10 000 twin pairs from birth; the EFPTS in Belgium has collected data on placentation on a substantial number of twin pairs in the register and St Thomas' registry relies mainly on clinical investigations such as X-rays and MRI scans.
Evidence of genetic influences on disease, behaviour and other traits can be obtained from the classical twin design in which the resemblance of genetically identical, monozygotic, twins is compared to the resemblance of fraternal, or dizygotic, twins. For some rare diseases a genetic component of disease vulnerability can only be established if sufficient numbers of mono-and dizygotic twins can be studied where at least one member of a pair is affected. For such projects, the value of large twin registers is becoming increasingly clear.
Some rare conditions even need affected twins to be pooled from several registers. For example, a current study of cleft lip is collecting data on twins with cleft lip from eight registers (Mitchell, personal communication).
Most registers have assembled data from questionnaires directed at large numbers of twin pairs. The availability of phenotypic data on large numbers of dizygotic twin pairs offers the possibility of phenotypic screening to ascertain extreme concordant and discordant scoring sibling pairs, who are very informative for linkage analysis of quantitative traits. Compared with ordinary siblings, dizygotic twins have the advantage of being the same age and are less likely to have different fathers, a potential problem in other sibling studies. 
